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1. Visualizing genome variants in NGS data

2. Interactive figures



1. Data visualization: aligned sequence data
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1 -XAS_0001_FC205PSAAXX:8:222:379:669 0 1 9718574 54 47TM * 0 0 CCTCCTTGCAGGTATACAGACAGTCGATCACCTTCTTTTCCGCTAGT <@<:4>26>286'5661<5422:-67°:5-5.>83>.%10.,1(*/+ RG:Z:SRRO01780  MF:i0
2 SRRO05498.9260018 19 1 9718576 99 5IM = 9718393 -234 CCCTGGCAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCTG SA1-(*1851(+477+18<232;:4>8c>74=7/14-325@4,8(-89-@ RG: MF:i:18
3 -XAS_0001_FC205PSAAXX:8:154:766:124 0 1 9718582 B0 47TM * 0 0 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCACGGA BBES@CEDE! .9/3) RG: MF:i:0
4 1L17_297:2:39:579:946 147 1 9718582 99 36M = 9718452 -126 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCG AT @AS I T>@ 2@ @ @22 @3 26<57 RG: MF:i:18
5 | -XAH_0003_FC203BTAAXK:8:292:702:861 0 1 9718585 92 47TM 0 0 GTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCTTGAACG |@BCDEAECE 276> @2 @F >+ @ @<be/?78;)C672:201%" RG:2: MF:i:0
6 | -XAT_0005_FC20BEIAAXK:5:308:712:386 16 1 9718585 75 47M * 0 0 GAACACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCCGEAACG <T8*222.8.%-.4 20/ 804+, T59=ATA2IEBCID/ <P 0cA AE RG: MF:i:0
7 |IL17_297:8:46:574:743 147 1 9718587 90 36M = 9718478 -145 ATACAGACAGTCGATCACCTTCTTATCCGCGAGTTT 4).871@,717/3-c-@217@/>%7+5>25+32 R MF:i:18
8 SRROOB425.7952358 35 1 9718588 99 51M = 9718607 70 TACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGNGTT Cioiioo; @ @A<C>2<A?C@>C@APALITASAAC3%3-5,-2. 5" 15A RG: MF:i:18
9 ERRD01293.4005304 19 1 9718550 99 36M = 5718390 -236 CAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCC <718;8:578>w>- ;2w 24 @=:525>A0>>;98= RG:Z:ERROO1293  MF:18
10 1L23_337:1:255:636:182 99 1 9718551 20 36M =« 5718757 202 AGACAGGCGATCTCCTTCTTATACACGCGTTTTCTG 8?7 22A@3.4A.5> 62 2<-< HO'27"%;* RG:Z:ERRO01769  MF:i:130
11 ERRO01279.2514659 35 1 9718593 99 36M « 9718768 211 ACAGACGATCACCTTCTTATCCGCGAGTTTCCTGGA B;7<%27>,@7>, DCA>CEAA?TAR?>TBCBBE: RG:Z:ERRO01279  MF:i:18
12 1L17_297:8:165:54:725 163 1 5718593 99 36M « 9718695 138 ACAGTCGATCACCTTCTTATCCGCGAGTTTCCTGGA F<renn5021200 @25AA2:>-82/7944(* & RG:Z:ERRO01711  MF:i:18
13  SRRO14604.4666635 0 1 9718595 79 4TM ¢ 0 0 AGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGTTTTTTT EC>2;BB:C<AEAED>DA?<>77Co>@>90<:051224- 7" RG:Z:SRRO14604  MF:i.0
14 | -XAT_0001_FC20BBFAAXX:5:260:266:595 0 1 9718599 48 47TM ¢ 0 0 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG 7 4+1>5425+0} 12 772 MFEi0
15 1L8_354:5:211:713:958 95 1 9718599 49 36M ~ 5718712 149 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAT 5>77@3+3A7A578..,188-<9598.5,)/ 288 # RG:Z:ERROO1742  MF:i:18
16  ERRO01281.7346086 19 1 9718599 99 36M = 9718402 -233 CATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG *HI5(<?'9201A4- T @EIBIAB 24 @-7) 5, 1A ERROD1281  MF:i:18
17 | ERRO01300.5803304 35 1 9718599 99 36M = 5718794 231 GATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG @;>>>7@@ @AA>B@@6765:+BB@? @57,,>555: (ERROO1300  MF:i:18
18 | ERRO01310.8989315 35 1 9718599 29 36M = 5718796 233 GATCACCGTCTTATCCGCGCGGTTCCTGGCACGGAG 16222 26H2AB-+ »@7=-[6]9B7>C2:/71{10< ERROO1310  MF:i:130
19 |1117_257:5:68:657:964 163 1 9718600 99 36M = 9718707 143 ATCACCTTCTTATCOGCGAGTTTCCTGGAACGGAGA 2303<5@>>@>>28>17222@7,3A—;,21-8- RG:Z:ERROO17O8  MF:i18
20 |SRRO0B425.1096143 35 1 9718600 99 5IM = 9718641 92 ATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAGAGTTAAGTATGTGAGT cs? ? 76D+ *7488; 6.5 MF:i:18
1L7_360:2:218:712:368 83 1 9718600 99 36M = 9718436 -200 ATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGA 1% 1e3.:48> 28,2 @B7334>+ : @B<T 1 2A6A RG:Z:ERRO01761  MF:i18
83 1 9718601 99 36M = 9718488 -149 TCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAG 4;89<7<2>:28:824>: 22 @ @A @87 @>B @ RG:Z:ERRDO1741  MF:i18
163 1 9718603 81 36M = 9718759 192 ACCTTCTTATCCGCGAGTTTCCTGCAACGGACAGTT Siipmndafuc -t 4.0, (21N RG:Z:ERRO01770  MF:i18
147 1 5718606 99 36M = 9718502 -140 TTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAG o 7>2? ? RG:Z:ERROO1739  MF:i:18
25 322 oooz FCZO&C(‘AAXX 2:25:1003:1850 16 1 9718607 28 36M * o 0 TCTTATCCTCGAGTTTCCTGGAACGGAGAGTTAAGL +48006:;23; (<l Boe D6 A0 >14@ RG:Z:SRROO1747  MF:L0
26 SRROOB425.7952358 19 1 9718607 99 51M = 5718588 -70 TCTTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCCTC -0.,>+8++10C:BAO<; STTDBTBADAE =, @CD3==A?:<CAA? == 9:8A RG:Z:SRRO0B425  MF:i:18
27 | -XAT_0001_FC208BFAAXX:2:273:571:708 16 1 9718609 80 47TM * 0 0 TTATCCGCGAGTTTCCTGEAACGGAGAGTTAAGCCAGCCAGATTELC 040,./.3<8:41450-<0277522C>22C0>>BE -~ AC@ABE>.G RG:Z:SRRO01771  MF:L0
28 AV_0003_FC3009KAAXK:2:98:1345:688 83 1 9718609 99 47TM ~ 5718567 -89 TTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCA (8)2-%.).%62.-78+,,.002656095.65:763:,4577,/@+ RG:Z:SRROO1134  MF:i:18
29 ERRO01300.7521885 19 1 9718610 99 36M = 9718404 -242 TATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG 69.86<6>@ “AcccI-@@IA-@>8:2@ RG:Z:ERRO01300  MF:i:18
30 -XAT_0005_FC20BEIAAXK:B:288:205:599 0 1 9718611 78 47TM ¢ 0 0 ATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGACTGCCTC D@?AT@5@-CEEBDCA+E@:?? @?7BFCO@~7978.82,4.(%- »GZSRR(X)UGZ MEF:i.0
31 SRRO05498.8921021 15 1 9718611 99 5IM » 5718429 -233 AAACGAGAGTTTACTGGAAAGGAGAGTTAAGCCAGCCAGATTGCCTCGGAA SO 2(0B496(* *+0+%:/<97*8;7+'118)'7:7:482,634+<@ MF:i:18
32 1117_297:5:103:328:852 83 1 9718614 99 36M = 9718524 -126 CGCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAG 9. 72@7 ? MF:i:18
33 ERRO01281.5033892 35 1 9718615 99 36M = 5718799 220 GCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGA AP AP @ASPBABS? ) BQW >,6759< MF:i:18
34 1122_307:5:267:366:84 163 1 9718615 99 36M = 9718722 143 GUGAGTTTCOCGGAACGGAGAGTTAAGCCAGCCAGA ARTIIAATI VB A B @201 enDren D3, MF:i:18
35 -XAS_0001_FC205PSAAXK:8:172:411:108 16 1 9718616 43 4TM * 0 0 CGAGTTTCCTGGAACGGGEAGTAAAGCCAGCCAGATTGCCTCGGAAA 1/0.,3,80023.547<. 1E~BSDG@<BF @<BGBDC; 27 @ 78B@ABE MF:i:0
36  ERRD01279.7653916 19 1 9718616 99 36M = 9718422 -230 CGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGAT ABA =T, TABBAG?A@?6>@>CE @EB@<-+2>@ MF:i:18
37 -XAN_0002_FC20B2VAAXK:6:287:223:101 0 1 9718617 82 47M 0 0 GAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCCTCNATAAT BEA? @IB<BI>BIANAED?B@<@/AB*1-1.9)"5 A4 MF:i:0
38 ERROO1309.10058292 35 1 9718617 94 36M = 9718819 238 GAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATT B>@ABAB AR T>+2<2:Co 2 @96, @+7878 MF:i:18
39  ERRO01312.7131853 35 1 9718617 98 36M = 5718823 242 GAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATT A B@AT@HEBE @T>TBI-AEA>/Ped-96c-. MF:i:18
40 |SRRO0B423.3722585 35 1 5718617 80 51M =« 9718641 75 GAGTTTCCCGGAACGGAGCGTTAAGCCAGACCGCTTGCCTCGEEAAAAGTG :82; ,<4,3>%- J582,6.)0,4/+82 MF:i:18
41 1L22_307:7:197:171:764 83 1 9718618 99 36M « 5718506 -148 AGTTCCCCGGAACGGAGAGTTAAGCCAGCCAGATTG 217552292 2A>8>>8>B>AAB>AA@ 76> @ A MF:i:18
42 |1L8_354:6:65:375:829 163 1 5718618 99 36M =« 9718716 134 AGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATTG B>, @@>?AA?; <89 @ > sen?lcen /<8 MF:i:18
43  ERRDO1298.900287 19 1 9718619 37 36M « 5718433 -222 GTTTCCTGTAAGGGAGAGTTAAGTCAGCCATATTCC A00301-%°*(=7)967+9"+<19>/&<>+ 8@ MF:i:130
44 1-XAN_0002_FC20B2VAAXK:5:48:334:532 16 1 5718621 99 4aIM * 0 AAAAATGAACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTG THSS T[> ACASCE* SAB? @AA? @8B7>A.97>BB>B2 @>H MF:i.0
45 1123_337:2:198:596:141 147 1 5718622 99 36M = 9718471 -187 TCCTGGAACGGAGAGTTAAGCCAGCCAGATTGCCTC 4.0, [8e40,0<.)/22-8e3<>3388¢,7 »GZ ERROOL770  MF:i:18
46 -XAN_0002_FC20B2VAAXX:7:223:585:749 0 1 9718625 48 47TM ¢ 0 0 TGGAACGGAGAGTTAAGCCAGCCAGATTGLCTCOEAAAAATNGGGEL +@>>AE25@A@@ABA<? @7@IA@7>5@B@T7 <@ HA K RG:Z:5RRO01128  MF:i.0
47 1110_385:6:180:155:338 83 1 9718628 70 36M = 9718480 -184 AACGGAGAGGTAAGCCAGCCAGATTGCCTCGGAAAA 8/=15327%6:@;9>1+968>@>>,<2, T>>AB @A RG:Z:ERRO017ST  MF:i18
48 |1L19_295:8:196:825:328 99 1 9718629 99 36M = 9718727 134 ACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAA 11> @:59@/>;+7:2>58<27+.):03 RG:Z:ERRO01731  MF:i18
49 |ERRD01306.539126 35 1 9718631 96 36M = 5718812 217 GGAGAGTTAAACCAGCCAGATTGCCTCAGAAAAACT 12:)<B<A/@9/327+7:3:-C.8R@-8.>). RG:Z:ERRO01306  MF:i:18
50 |1119_295:2:310:192:33 121 1 9718631 79 36M = 9718631 O GGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACT IBOBC; Ac>=AAPA> @A 1@ @E>>AB B0 8 ERROD1726  MF:i:64
51 |1119_295:2:310:192:33 181 1 9718631 0 * = 9718631 0 CCCTGAGACTCCTCGAAGACAGTGGCAGAGGCGTGC #1205 AAE? 2> @AA> B @B RG:Z:ERRDO1726  MF:i:192
52 |IL11_266:3:311:756:576 147 1 9718633 99 36M = 9718510 -159 AGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGE 12232 28A==2? 22 RG:Z:ERRDO1720  MF:i:18
53 | V_0003_FCI00TKAAXK:5:76:1277:1407 99 1 9718634 70 47TM = 9718838 251 TAGTTAAGCCNGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGT J<@e; e > 7857, ./2(8,2230251) RG:Z:SRRO01136  MF:i18
54 |1L19_295:5:155:520:507 147 1 9718635 99 36M = 9718530 -141 AGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGAGT 4-85-(9.441/<6-944<60<TSABE RG:Z:ERROO172E  MF:i:18
55 |1120_250:1:107:103:423 163 1 9718637 99 36M = 9718764 163 TTAAGCCAGCCAGATTGCCTCGGAAAAACTGGGTCA @2:7>>@7>@ 77 @AAIATEIARAAAT. RG:Z:ERROOL746  MF:i18
56 ERRO01309.6095178 19 1 9718637 78 36M « 5718437 -236 TTAAGCCAACCAAATTTCCTCGGAACAACTGGGTCC 4,103 [PASBAAB 2> 2T @A>> @ = @66~ RG:Z:ERRO01309  MF:i:130
57 ERRO01274.5200198 35 1 9718640 99 36M = 9718834 230 AGCCAG(CAGATTM(TCGGMAAA(TGGGTCATGT AP @@@ 7> @ANI><BNDN AR @@ RG:Z:ERRO01274  MF:i:18
58 |$322_0002_FC208CCAAXX:2:51:134:1537 0 1 9718640 38 36M * o 0 AGCCAGCCAGATTGCCTCGGGAAAACTGGGTCA! S&TT778:5/517:0>A>1,82105,.084( 2+ RG:Z:SRRO01747  MF:i.0
59 SRRO0B422.12857324 53 1 97seda1 0 * = 9718641 0 CA(TATGTACAAGTCAAT(TAGATGA('I'TM(TCGCCGTATCGGTMA(TC S1H0-/5,%(. &J04)),>*3: <21 6((7.6A(33@./>=<8 B SRRO0BA22  MF:i:152
60 SRRODB422.12897324 57 1 5718641 34 51M = 9718641 0 ACCGCOCAGATTGOCTCGGATAAACTGGGTCATGTGCAGGTCGLGACCTTT SHHARR-36/352°-,2*3/)12++48%>C-2@)2A74;342+#65,8E RG:Z:SRRO0B422  MF:i:64
61 SRRODB423.3722585 15 1 5718641 80 51M =« 9718617 -75 GCCAGCCAGATTGCCTCGGAAAACCTGGETCATGTGLAGETCGCCACCTTT HB36,05+436: 4. 244 A/@ @ %< <?:<<S@ 7B ?A@3>5<757795;7 RG:Z:SRRO06423  MF:i:18
62  SRRODBA25.1096143 15 1 5718641 99 51IM = 9718600 -52 ACAAACCAAATTGCCTCGGAAAAACTGTGTCATGTGCAGGTCGCCACCTTT (37.4%287152+ 2+ /22C0,C2, @>+,2,C@*B]. B). 64+,:09:3<A RG:Z:SRRO0B425  MF:i:18
63 [1117_297:3:150:340:287 83 1 9718642 99 36M = 9718541 -137 CCAGCCAGATTGOCTCGGAAAAACTGGGTCATGTGC +19%/2<3792>3>* T>2AAB@, @A > @: @7+ 25A RG:Z:ERRO01707  MF:i18
64 | SRRO05457.3054921 19 1 9718642 99 5IM = 9718474 -219 CCAGCCAGAGTGUCTCGGAAAAACTGGGTCATGTGCAGGTCGCCACCTTTG 677552 *1>7,87. @4 C 12A@>77(BPAIC>T768:29, RG:Z:SRRO05457  MF::18
65 | ERRD01268.4458576 35 1 9718644 99 36M = 5718822 214 AGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAG >22:9BA>> @626, 2A@IAID@B=9A?C?;6<87 RG:Z:ERRO01268  MF:i18
66 | SRRO05457.5584082 35 1 9718645 11 51M = 5718752 158 GAAAGATTGCCTCGGAAATACTGGGTCATGTGCAGGTCGCCACCTTTGGET @<T>1<725@Beb*>2/;; 6@ +> T@A<2+0;9,4>6),.),* 15564 RG:Z:SRRO05457  MF:i:18
67 | ERRD01304.5029549 19 1 9718645 99 36M = 9718448 -233 GOCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGG A1;A75924/144<ADACCE> B2 A2>93835A MF:i:18
68 |IL11_266:8:317:669:175 83 1 9718647 99 36M = 9718551 -132 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC =2 MF:i:18
69 |I1L8_354:8:247:879:435 147 1 9718647 99 36M = 9718545 -138 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC : MF:i:18
70 | SRRO05498.7746919 19 1 9718647 99 5IM = 9718486 -212 CAGATTGCCTCGGAAAAACTGGGTCATETGCAGETCGCCACCTTTGGGTCA 22:4<279,9, MF:i:18
71 | ERRD01280.8336388 35 1 9718648 B8 36M = 5718841 229 AGATTGACTCGGAAAAACTGGGTCATGTGCAGGTCG 6. 7%, @>44; 247+ c>73@@M?A>->-:neQa MF:i:18
35 1 5718648 99 36M « 9718836 224 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTCG < @<? @BAS=T04;>7Conceh; B @ @ETE; =2 MF:i:18
99 1 9718648 99 36M « 5718769 157 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGETCG MF:i:18
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1 -XAS_0001_FC205PSAAXX:8:222:379:669 0 1 9718574 54 47TM * 0 0 CCTCCTTGCAGGTATACAGACAGTCGATCACCTTCTTTTCCGCTAGT <@<:4>26>286'5661<5422:-67°:5-5.>83>.%10.,1(*/+ RG:2:SRRO01780 i NM:i:2 UQ:i26
2 SRRO05498.9260018 19 1 9718576 99 5IM = 9718393 -234 CCCTGGCAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCTG SA1-(*1851(+477+18<232;:4>8c>74=7/14-325@4,8(-89-@ RG: HLi1
3 -XAS_0001_FC205PSAAXX:8:154:766:124 0 1 9718582 B0 47TM * 0 0 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCACGGA BBES@CBD@EF : .9/3) RG:
4 1L17_297:2:39:579:946 147 1 9718582 99 36M = 9718452 -126 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCG s T @AS TN T>@2 @3> @ @22 @372,6<57 RG:
5 | -XAH_0003_FC203BTAAXK:8:292:702:861 0 1 9718585 92 47TM 0 0 GTATACAGACAGTCGATCACCTTCTTATCOGCGAGTTTCCTTGAACG |@BCDEAECE 276> @2 @F >+ @ @<be/?78;)C672:201%" RG:
6 | -XAT_0005_FC20BEIAAXK:5:308:712:386 16 1 9718585 75 47M * 0 0 GAACACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACG <T8*222.8.%-.4 20/ 804+, T59=ATA2IEBCID/ <P 0cA AE RG:
7 |IL17_297:8:46:574:743 147 1 9718587 90 36M = 9718478 -145 ATACAGACAGTCGATCACCTTCTTATCCGCGAGTTT 4).871@,717/3-<=@212@/>*,7+5>25:37
I 2 o o =

10 1L23_337:1:255:636:182 99 1 9718591 20 36M = 9718757 202 AGACAGGCGATCTCCTTCTTATACACGCGTTTTCTG B??4:;3-2?A@3.4A,5>,6=2<<,#0'27"%;* RG:Z:ERR001769 0 NM:i:5 UQ:i:77 HO:
:
12 1L17_297:8:165:54:725 163 1 5718593 99 36M « 9718695 138 ACAGTCGATCACCTTCTTATCCGCGAGTTTCCTGGA F<renn5021200 @25AA2:>-82/7944(* & 12 711 18 Ag:i:69 NM:il  UQii10  HO:l  HLEO
13  SRRO14604.4666635 0 1 9718595 79 4TM ¢ 0 0 AGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGTTTTTTT EC>2;BB:C<AE AED>DA?<>77Co>@>90<:051224- RG:2:SRRO14604 0 i
14 | -XAT_0001_FC20BBFAAXX:5:260:266:595 0 1 9718599 48 47TM ¢ 0 0 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG s ¥ 41>5425+0)- 12 772 0
15 1L8_354:5:211:713:958 99 1 9718599 49 36M ~ 5718712 149 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAT 5>77@3+3A7A578..,188-<9598.5,)/ 288 # RG:Z:ERROO1742 18
16  ERRO01281.7346086 19 1 9718599 99 36M = 9718402 -233 CATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG *HI5(<?'9201A4- T @EIBIAB 24 @-7) 5, 1A ERROD1281 18
17 | ERRO01300.5803304 35 1 9718599 99 36M = 5718794 231 GATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG @227 @@ @AA-BE @6765:-BB@?@57,,2555: :ERROD1300 18
18 | ERRO01310.8989315 35 1 9718599 29 36M = 5718796 233 GATCACCGTCTTATCCGCGCGGTTCCTGGCACGGAG 16202268248~ >@7=-(6]967>C2:/71(10< ERROO1310 130
19 |1117_257:5:68:657:964 163 1 9718600 99 36M = 9718707 143 ATCACCTTCTTATCOGCGAGTTTCCTGGAACGGAGA 2303<5@>>@>>28>17222@7,3A—;,21-8- RG:2:ERRO01708 18
20 |SRRO0B425.1096143 35 1 9718600 99 5IM = 9718641 92 ATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAGAGTTAAGTATGTGAGT cs? ? 76D+ *7488; 6.5 RG: 18
1L7_360:2:218:712:368 83 1 9718600 99 36M = 9718436 -200 ATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGA 1% 1e3.:48> 28,2 @B7334>+ : @B<T 1 2A6A RG:2:ERRO01761 18
 ; 83 1 9718601 99 36M = 9718488 -149 TCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAG 4, 85<7 22288245122 @ @A @E2@>0 @ RG:2Z:ERRO01741 18
1L23_337:2:46:606:470 163 1 9718603 81 36M = 9718759 192 ACCTTCTTATCCGCGAGTTTCCTGCAACGGACAGTT Siipmndafuc -t 4.0, (21N RG.2:ERRO01770 18
IL8_354:1:38:848:315 147 1 9718606 99 36M ~ 9718502 -140 TTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAG o 4 7222 ? RG:2:ERRO01739 18
322_0002_FC208CCAAXX:2:25:1003:1850 16 1 9718607 28 36M * 0 0 TCTTATCCTCGAGTTTCCTGGAACGGAGAGTTAAGL +48006:;23;(<( B>=D>6' A<= >14@ RG:2:5RRO01747 0
26 SRROOB425.7952358 19 1 9718607 99 51IM « 9718588 -70 TCTTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGLCTC -0.,>+8++10C:BAO<; STTDBTBADAE =, @CD3==A?:<CAA? == 9:8A RG:2:SRRO06425 18
27 | -XAT_0001_FC208BFAAXX:2:273:571:708 16 1 9718609 80 47TM * 0 0 TTATCCGCGAGTTTCCTGEAACGGAGAGTTAAGCCAGCCAGATTELC 040,./.3<8:414>00<D?72522C>22CD>>BE - ~AC@ABE>.C RG:2:SRRO01771 0
28 AV_0003_FC3009KAAXK:2:98:1345:688 83 1 9718609 99 47TM ~ 5718567 -89 TTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCA (8)2-%.).%62.-78+,,.002656095.65:763:,4577,/@+ RG:Z:5RRO01134 18
29 ERRO01300.7521885 19 1 9718610 99 36M = 5718404 -242 TATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG 69.86<6>@=0-5,=sA<<<I-@ @A77 @>8:7@ RG:2:ERRO01300 18
30 -XAT_0005_FC20BEIAAXK:B:288:205:599 0 1 9718611 78 47TM ¢ 0 0 ATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGACTGCCTC D@?AT@5@-CEEBDCA+E@:?? @?7BFCO@~7978.82,4.(%- RG:2:5RRO01762 0
31 SRRO05498.8921021 19 1 9718611 99 5IM = 5718429 -233 AAACGAGAGTTTACTGGAAAGGAGAGTTAAGCCAGCCAGATTGCCTCGGAA SO 2(08436(* *40+3%:/<9? ='':8)2:2:482,634+<@ RG:2:SRRO05458 18
32 1117_297:5:103:328:852 83 1 9718614 99 36M = 9718524 -126 CGCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAG 9. 72@7 ? 18
33 ERRO01281.5033892 35 1 9718615 99 36M = 5718799 220 GCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGA A A@?@A5IBABS? 3 6@CAND3679< 18
34 1122_307:5:267:366:84 163 1 9718615 99 36M = 9718722 143 GUGAGTTTCOCGGAACGGAGAGTTAAGCCAGCCAGA ARTIIAATI VB A B @201 enDren D3, 18
35 -XAS_0001_FC205PSAAXK:8:172:411:108 16 1 9718616 43 4TM * 0 0 CGAGTTTCCTGGAACGGGEAGTAAAGCCAGCCAGATTGCCTCGGAAA 1/0.,3,80023.547<. 1E~BSDG@<BF @<BGBDC; 27 @ 78B@ABE 0
36  ERRD01279.7653916 19 1 9718616 99 36M = 9718422 -230 CGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGAT ABA =T, TABBAG?A@?6>@>CE @EB@<-+2>@ 18
37 -XAN_0002_FC20B2VAAXK:6:287:223:101 0 1 9718617 82 47M 0 0 GAGTTTCCOGGAACGGAGAGTTAAGCCAGCCAGATTGCCTCNATAAT B-@@AAY? @I@<B>9->BIAANB@<IB@<@/A6*1+1.9)"5 0.6 0
38 ERROO1309.10058292 35 1 9718617 94 36M = 9718819 238 GAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATT B>@ABAB PABT>+2<2:C>=22 @96, @787 18
39  ERRO01312.7131853 35 1 9718617 98 36M = 5718823 242 GAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATT A BEAT@HEBE BT>789-AEA>/2<A-96<-1, 18
40 |SRRO0B423.3722585 35 1 5718617 80 51M =« 9718641 75 GAGTTTCCCGGAACGGAGCGTTAAGCCAGACCGCTTGCCTCGEEAAAAGTG :82; ,<4,3>%- /582,8.)0,4/+8'2 18
41 1L22_307:7:197:171:764 83 1 9718618 99 36M « 5718506 -148 AGTTCCCCGGAACGGAGAGTTAAGCCAGCCAGATTG 2175522924580 BBAAB > AA@ 6@ 774 18
42 |1L8_354:6:65:375:829 163 1 5718618 99 36M =« 9718716 134 AGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATTG B>, @@>7AA2,5<89 @w>unudrun? o>, /<) 18
43  ERRDO1298.900287 19 1 9718619 37 36M « 5718433 -222 GTTTCCTGTAAGGGAGAGTTAAGTCAGCCATATTCC A00301-%°*(=7)967+9"+<19>/&<>+ 8@ 130
44 1-XAN_0002_FC20B2VAAXK:5:48:334:532 16 1 9718621 99 47TM ¢ 0 0 AAAAATGAACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTG THSS T[> ACASCE* SAB? @AA? @8B7>A.97>BB>B2 @>H RG:2:5RR001126 0
45 1123_337:2:198:596:141 147 1 5718622 99 36M = 9718471 -187 TCCTGGAACGGAGAGTTAAGCCAGCCAGATTGCCTC 4.0, [8e40,0<.)/22-8e3<>3388¢,7 RG:2:ERRO01770 18
46 -XAN_0002_FC20B2VAAXX:7:223:585:749 0 1 9718625 48 47TM ¢ 0 0 TGGAACGGAGAGTTAAGCCAGCCAGATTGLCTCOEAAAAATNGGGEL +@>>AE25@A@@ABA<? @7@IA@7>5@B@T7 <@ HA K RG:2:5RRO01128 0
47 1110_385:6:180:155:338 83 1 9718628 70 36M = 9718480 -184 AACGGAGAGGTAAGCCAGCCAGATTGCCTCGGAAAA 8/=15327%6:@;9>1+968>@>>,<2, T>>AB @A RG:Z:ERRO01757 18
48 |1L19_295:8:196:825:328 99 1 9718629 99 36M = 9718727 134 ACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAA “9@/>;+7:2>58<27=.):03 RG:Z:ERRD01731 18
49 |ERRO01306.539126 35 1 9718631 96 36M = 5718812 217 GGAGAGTTAAACCAGCCAGATTGCCTCAGAAAAACT f2:)<BeA/@9/377+7:3:-C.RRE-8. (). RG:2:ERRO01306 18
50 |1119_295:2:310:192:33 121 1 9718631 79 36M = 9718631 O GGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACT > AAIPAZBA 7 @ @8AB @708 ERROD1726 64
51 |1119_295:2:310:192:33 181 1 9718631 0 * = 9718631 0 CCCTGAGACTCCTCGAAGACAGTGGCAGAGGCGTGC #1205 AAB? 2> @AA> B @B RG:Z:ERRO01726 192
52 |IL11_266:3:311:756:576 147 1 9718633 99 36M = 9718510 -159 AGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGE 12532 ? 7 22 RG:Z:ERRD01720 18
53 | V_0003_FCI00TKAAXK:5:76:1277:1407 99 1 9718634 70 47TM = 9718838 251 TAGTTAAGCCNGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGT J<@e; e > 7857, ./2(8,2230251) RG:2:SRRO01136 18
54 |1L19_295:5:155:520:507 147 1 9718635 99 36M = 9718530 -141 AGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGAGT 4-85-(9.441/<6-944<60<TSABE RG:2:ERRO01728 18
55 |1120_250:1:107:103:423 163 1 9718637 99 36M = 9718764 163 TTAAGCCAGCCAGATTGCCTCGGAAAAACTGGGTCA @2:7>>@7>@ 77 @AAIATEIARAAAT. RG:Z:ERRO01746 18
56 ERRO01309.6095178 19 1 9718637 78 36M « 5718437 -236 TTAAGCCAACCAAATTTCCTCGGAACAACTGGGTCC 4,134 [PASBAAB 2" 2 T@A>> @ == @66 RG:2:ERRO01309 130
57 ERRO01274.5200198 35 1 9718640 99 36M « 9718834 230 AGCCAGCCAGATTGCCTCGGAAAAACTGGGTCATGT AP @@@ 7> @ANI><BNDN AR @@ RG:2:ERRO01274 18
58 |$322_0002_FC208CCAAXX:2:51:134:1537 0 1 9718640 38 36M * 0 0 AGCCAGCCAGATTGCCTCGGGAAAACTGGETCATET S&TT778:5/517:0>A>1,82105,.084( 2+ RG:2:5RRO01747 0
59 SRRO0B422.12857324 53 1 97seda1 0 * = 9718641 0 CACTATGTACAAGTCAATCTAGATGACTTAACTCGCCGTATCEETAAACTC LS0H0-/5.%6(. 8)0+]),>*3:"<2"+6((7.6A(33@./>=<B B 'SRRO0BA22 152
60 SRRODB422.12897324 57 1 5718641 34 51M = 9718641 0 ACCGCOCAGATTGOCTCGGATAAACTGGGTCATGTGCAGGTCGLGACCTTT SHHARR-36/352°-,2*3/)12++48%>C-2@)2A74;342+#65,8E RG:2:SRRO06422 64
61 SRRODB423.3722585 19 1 9718641 80 51M = 5718617 -75 GCCAGCCAGATTGCCTCGGAAAACCTGGGTCATGTGCAGGETCGCCACCTTT HEI6054 304 MA@ @ Ko< <?:<<5@ 7B 7A@3>5<757795;7 RG:2:SRRO06423 18
62  SRRODBA25.1096143 19 1 9718641 99 51IM = 5718600 -92 ACAAACCAAATTGCCTCGGAAAAACTGTGTCATGTGCAGGTCGCCACCTTT (37.4%287152+ 2+ /22C0,C2, @>+,2,C@*B]. B). 64+,:09:3<A RG:2:SRRO06425 18
63 [1117_297:3:150:340:287 83 1 9718642 99 36M = 9718541 -137 CCAGCCAGATTGOCTCGGAAAAACTGGGTCATGTGC +19%/2<3792>3>* T>2AAB@, @A > @: @7+ 25A RG:Z:ERRO01707 18
64 | SRRO05457.3054921 19 1 9718642 99 5IM = 9718474 -219 CCAGCCAGAGTGUCTCGGAAAAACTGGGTCATGTGCAGGTCGCCACCTTTG 677552 *1>7,87. @4 C 12A@>77(BPAIC>T768:29, RG:Z:SRRO05497 18
65 | ERRD01268.4458576 35 1 9718644 99 36M = 5718822 214 AGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAG >22:9BA>> @626, 2A@IAID@B=9A?C?;6<87 RG:Z:ERRO01268 18
66 | SRRO05457.5584082 35 1 9718645 11 51M = 5718752 158 GAAAGATTGCCTCGGAAATACTGGGTCATGTGCAGGTCGCCACCTTTGGET @<T>1<725@Beb*>2/;; 6@ +> T@A<2+0;9,4>6),.),* 15564 RG:2:SRRO05457 18
67 | ERRD01304.5029549 19 1 9718645 99 36M = 9718448 -233 GOCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGG A1;A=5924/144<ADACCE e 21 A 928324 18
68 |IL11_266:8:317:669:175 83 1 9718647 99 36M = 9718551 -132 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC =2 18
247:879:435 147 1 9718647 99 36M = 9718545 -138 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC ::? 7 18
19 1 9718647 99 5IM = 9718486 -212 CAGATTGCCTCGGAAAAACTGGGTCATETGCAGETCGCCACCTTTGGGTCA 22:4<279,9, »1ea@:@? ? 18
35 1 9718648 B8 36M = 5718841 229 AGATTGACTCGGAAAAACTGGGTCATGTGCAGGTCG 6. 7%, @344, 247+, C>73@ @OAIA>-><HEBO RG:2:ERRO01280 18
35 1 5718648 99 36M « 9718836 224 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTCG @<2@<? 704;>2C: ¥ 2 3 ERRO01310 18
99 1 9718648 99 36M « 9718769 157 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTCG AT@BAA? @B >@A>ABEA-? @B7@?@?@9>74 ERROO1715 18
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NAME

sam — Sequence Alignment/Map file format

IL23_337:1:255:636:182 DESCRIPTION

99 Sequence Alignment/Map (SAM) format is TAB-delimited. Apart from the header lines, which are started with t
1 1 QNAME Query template/pair NAME
2 FLAG bitwise FLAG
97 1859 1 3 RNAME Reference sequence NAME
20 4 POS 1-based leftmost POSition/coordinate of clipped sequence
5 MAPQ MAPping Quality (Phred-scaled)
36M 6 CIGAR  extended CIGAR string
_ 7 MRNM Mate Reference sequence NaMe (=' if same as RNAME)
- 8 MPOS 1-based Mate POSistion
97 18757 9 TLEN inferred Template LENgth (insert size)
2 0 2 10 SEQ query SEQuence on the same strand as the reference
11 QUAL query QUALIty (ASCII-33 gives the Phred base quality)
AGACAGGCGATCTCCTTCTTATACACGCGETTTTCTG 12+  OPT variable OPTional fields in the format TAG:VTYPE:VALUE
B??4:;3-2?A@3.4A,5>,6=2<-<,#0|27"%;* Each bit in the FLAG field is defined as:
0x0001 p the read is paired in sequencing
RG :Z: ERR001769 0x0002 P the read is mapped in a proper pair
M F | : 130 0x0004 u the query sequence itself is unmapped
. 0x0008 u the mate is unmapped
ACI N 20 0x0010 r strand of the query (1 for reverse)
N M . | . 5 0x0020 R strand of the mate
0x0040 1 the read is the first read in a pair
UQl 77 0x0080 2 the read is the second read in a pair
HOl O 0x0100 s the alignment is not primary
o 0x0200 f the read fails platform/vendor quality checks
H 1| :O 0x0400 d the read is either a PCR or an optical duplicate

0x0800 S the alignment is supplementary
where the second column gives the string representation of the FLAG field.
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0x0001 p the read is paired in sequencing
RG :Z: ERR001769 0x0002 P the read is mapped in a proper pair
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where the second column gives the string representation of the FLAG field.



1 -XAS_0001_FC205PSAAXX:8:222:379:669 0 1 9718574 54 47TM * 0 0 CCTCCTTGCAGGTATACAGACAGTCGATCACCTTCTTTTCCGCTAGT <@<:4>26>286'5661<5422:-67°:5-5.>83>.%10.,1(*/+ RG:Z:SRRO01780  MF:i0
2 SRRO05498.9260018 19 1 9718576 99 5IM = 9718393 -234 CCCTGGCAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCTG SA1-(*1851(+477+18<232;:4>8c>74=7/14-325@4,8(-89-@ RG: MF:i:18
3 -XAS_0001_FC205PSAAXX:8:154:766:124 0 1 9718582 B0 47TM * 0 0 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCACGGA BBES@CEDE! .9/3) RG: MF:i:0
4 1L17_297:2:39:579:946 147 1 9718582 99 36M = 9718452 -126 CAGGTATACAGACAGTCGATCACCTTCTTATCCGCG AT @AS I T>@ 2@ @ @22 @3 26<57 RG: MF:i:18
5 | -XAH_0003_FC203BTAAXK:8:292:702:861 0 1 9718585 92 47TM 0 0 GTATACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCTTGAACG |@BCDEAECE 276> @2 @F >+ @ @<be/?78;)C672:201%" RG:2: MF:i:0
6 | -XAT_0005_FC20BEIAAXK:5:308:712:386 16 1 9718585 75 47M * 0 0 GAACACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCCGEAACG <T8*222.8.%-.4 20/ 804+, T59=ATA2IEBCID/ <P 0cA AE RG: MF:i:0
7 |IL17_297:8:46:574:743 147 1 9718587 90 36M = 9718478 -145 ATACAGACAGTCGATCACCTTCTTATCCGCGAGTTT 4).871@,717/3-c-@217@/>%7+5>25+32 R MF:i:18
8 SRROOB425.7952358 35 1 9718588 99 51M = 9718607 70 TACAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGNGTT Cioiioo; @ @A<C>2<A?C@>C@APALITASAAC3%3-5,-2. 5" 15A RG: MF:i:18
9 ERRD01293.4005304 19 1 9718550 99 36M = 5718390 -236 CAGACAGTCGATCACCTTCTTATCCGCGAGTTTCCC <718;8:578>w>- ;2w 24 @=:525>A0>>;98= RG:Z:ERROO1293  MF:18
10 1L23_337:1:255:636:182 99 1 9718551 20 36M =« 5718757 202 AGACAGGCGATCTCCTTCTTATACACGCGTTTTCTG 8?7 22A@3.4A.5> 62 2<-< HO'27"%;* RG:Z:ERRO01769  MF:i:130
11 ERRO01279.2514659 35 1 9718593 99 36M « 9718768 211 ACAGACGATCACCTTCTTATCCGCGAGTTTCCTGGA B;7<%27>,@7>, DCA>CEAA?TAR?>TBCBBE: RG:Z:ERRO01279  MF:i:18
12 1L17_297:8:165:54:725 163 1 5718593 99 36M « 9718695 138 ACAGTCGATCACCTTCTTATCCGCGAGTTTCCTGGA F<renn5021200 @25AA2:>-82/7944(* & RG:Z:ERRO01711  MF:i:18
13  SRRO14604.4666635 0 1 9718595 79 4TM ¢ 0 0 AGTCGATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGTTTTTTT EC>2;BB:C<AEAED>DA?<>77Co>@>90<:051224- 7" RG:Z:SRRO14604  MF:i.0
14 | -XAT_0001_FC20BBFAAXX:5:260:266:595 0 1 9718599 48 47TM ¢ 0 0 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG 7 4+1>5425+0} 12 772 MFEi0
15 1L8_354:5:211:713:958 95 1 9718599 49 36M ~ 5718712 149 GATCACCTTCTTATCCGCGAGTTTCCTGGAACGGAT 5>77@3+3A7A578..,188-<9598.5,)/ 288 # RG:Z:ERROO1742  MF:i:18
16  ERRO01281.7346086 19 1 9718599 99 36M = 9718402 -233 CATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG *HI5(<?'9201A4- T @EIBIAB 24 @-7) 5, 1A ERROD1281  MF:i:18
17 | ERRO01300.5803304 35 1 9718599 99 36M = 5718794 231 GATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAG @;>>>7@@ @AA>B@@6765:+BB@? @57,,>555: (ERROO1300  MF:i:18
18 | ERRO01310.8989315 35 1 9718599 29 36M = 5718796 233 GATCACCGTCTTATCCGCGCGGTTCCTGGCACGGAG 16222 26H2AB-+ »@7=-[6]9B7>C2:/71{10< ERROO1310  MF:i:130
19 |1117_257:5:68:657:964 163 1 9718600 99 36M = 9718707 143 ATCACCTTCTTATCOGCGAGTTTCCTGGAACGGAGA 2303<5@>>@>>28>17222@7,3A—;,21-8- RG:Z:ERROO17O8  MF:i18
20 |SRRO0B425.1096143 35 1 9718600 99 5IM = 9718641 92 ATCACCTTCTTATCCGCGAGTTTCCOGGAACGGAGAGTTAAGTATGTGAGT cs? ? 76D+ *7488; 6.5 MF:i:18
1L7_360:2:218:712:368 83 1 9718600 99 36M = 9718436 -200 ATCACCTTCTTATCCGCGAGTTTCCCGGAACGGAGA 1% 1e3.:48> 28,2 @B7334>+ : @B<T 1 2A6A RG:Z:ERRO01761  MF:i18
83 1 9718601 99 36M = 9718488 -149 TCACCTTCTTATCCGCGAGTTTCCTGGAACGGAGAG 4;89<7<2>:28:824>: 22 @ @A @87 @>B @ RG:Z:ERRDO1741  MF:i18
163 1 9718603 81 36M = 9718759 192 ACCTTCTTATCCGCGAGTTTCCTGCAACGGACAGTT Siipmndafuc -t 4.0, (21N RG:Z:ERRO01770  MF:i18
147 1 5718606 99 36M = 9718502 -140 TTCTTATCCGCGAGTTTCCTGGAACGGAGAGTTAAG o 7>2? ? RG:Z:ERROO1739  MF:i:18
25 322 oooz FCZO&C(‘AAXX 2:25:1003:1850 16 1 9718607 28 36M * o 0 TCTTATCCTCGAGTTTCCTGGAACGGAGAGTTAAGL +48006:;23; (<l Boe D6 A0 >14@ RG:Z:SRROO1747  MF:L0
26 SRROOB425.7952358 19 1 9718607 99 51M = 5718588 -70 TCTTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCCTC -0.,>+8++10C:BAO<; STTDBTBADAE =, @CD3==A?:<CAA? == 9:8A RG:Z:SRRO0B425  MF:i:18
27 | -XAT_0001_FC208BFAAXX:2:273:571:708 16 1 9718609 80 47TM * 0 0 TTATCCGCGAGTTTCCTGEAACGGAGAGTTAAGCCAGCCAGATTELC 040,./.3<8:41450-<0277522C>22C0>>BE -~ AC@ABE>.G RG:Z:SRRO01771  MF:L0
28 AV_0003_FC3009KAAXK:2:98:1345:688 83 1 9718609 99 47TM ~ 5718567 -89 TTATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCA (8)2-%.).%62.-78+,,.002656095.65:763:,4577,/@+ RG:Z:SRROO1134  MF:i:18
29 ERRO01300.7521885 19 1 9718610 99 36M = 9718404 -242 TATCCGCGAGTTTCCTGGAACGGAGAGTTAAGCCAG 69.86<6>@ “AcccI-@@IA-@>8:2@ RG:Z:ERRO01300  MF:i:18
30 -XAT_0005_FC20BEIAAXK:B:288:205:599 0 1 9718611 78 47TM ¢ 0 0 ATCCGCGAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGACTGCCTC D@?AT@5@-CEEBDCA+E@:?? @?7BFCO@~7978.82,4.(%- »GZSRR(X)UGZ MEF:i.0
31 SRRO05498.8921021 15 1 9718611 99 5IM » 5718429 -233 AAACGAGAGTTTACTGGAAAGGAGAGTTAAGCCAGCCAGATTGCCTCGGAA SO 2(0B496(* *+0+%:/<97*8;7+'118)'7:7:482,634+<@ MF:i:18
32 1117_297:5:103:328:852 83 1 9718614 99 36M = 9718524 -126 CGCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAG 9. 72@7 ? MF:i:18
33 ERRO01281.5033892 35 1 9718615 99 36M = 5718799 220 GCGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGA AP AP @ASPBABS? ) BQW >,6759< MF:i:18
34 1122_307:5:267:366:84 163 1 9718615 99 36M = 9718722 143 GUGAGTTTCOCGGAACGGAGAGTTAAGCCAGCCAGA ARTIIAATI VB A B @201 enDren D3, MF:i:18
35 -XAS_0001_FC205PSAAXK:8:172:411:108 16 1 9718616 43 4TM * 0 0 CGAGTTTCCTGGAACGGGEAGTAAAGCCAGCCAGATTGCCTCGGAAA 1/0.,3,80023.547<. 1E~BSDG@<BF @<BGBDC; 27 @ 78B@ABE MF:i:0
36  ERRD01279.7653916 19 1 9718616 99 36M = 9718422 -230 CGAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGAT ABA =T, TABBAG?A@?6>@>CE @EB@<-+2>@ MF:i:18
37 -XAN_0002_FC20B2VAAXK:6:287:223:101 0 1 9718617 82 47M 0 0 GAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATTGCCTCNATAAT BEA? @IB<BI>BIANAED?B@<@/AB*1-1.9)"5 A4 MF:i:0
38 ERROO1309.10058292 35 1 9718617 94 36M = 9718819 238 GAGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATT B>@ABAB AR T>+2<2:Co 2 @96, @+7878 MF:i:18
39  ERRO01312.7131853 35 1 9718617 98 36M = 5718823 242 GAGTTTCCCGGAACGGAGAGTTAAGCCAGCCAGATT A B@AT@HEBE @T>TBI-AEA>/Ped-96c-. MF:i:18
40 |SRRO0B423.3722585 35 1 5718617 80 51M =« 9718641 75 GAGTTTCCCGGAACGGAGCGTTAAGCCAGACCGCTTGCCTCGEEAAAAGTG :82; ,<4,3>%- J582,6.)0,4/+82 MF:i:18
41 1L22_307:7:197:171:764 83 1 9718618 99 36M « 5718506 -148 AGTTCCCCGGAACGGAGAGTTAAGCCAGCCAGATTG 217552292 2A>8>>8>B>AAB>AA@ 76> @ A MF:i:18
42 |1L8_354:6:65:375:829 163 1 5718618 99 36M =« 9718716 134 AGTTTCCTGGAACGGAGAGTTAAGCCAGCCAGATTG B>, @@>?AA?; <89 @ > sen?lcen /<8 MF:i:18
43  ERRDO1298.900287 19 1 9718619 37 36M « 5718433 -222 GTTTCCTGTAAGGGAGAGTTAAGTCAGCCATATTCC A00301-%°*(=7)967+9"+<19>/&<>+ 8@ MF:i:130
44 1-XAN_0002_FC20B2VAAXK:5:48:334:532 16 1 5718621 99 4aIM * 0 AAAAATGAACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTG THSS T[> ACASCE* SAB? @AA? @8B7>A.97>BB>B2 @>H MF:i.0
45 1123_337:2:198:596:141 147 1 5718622 99 36M = 9718471 -187 TCCTGGAACGGAGAGTTAAGCCAGCCAGATTGCCTC 4.0, [8e40,0<.)/22-8e3<>3388¢,7 »GZ ERROOL770  MF:i:18
46 -XAN_0002_FC20B2VAAXX:7:223:585:749 0 1 9718625 48 47TM ¢ 0 0 TGGAACGGAGAGTTAAGCCAGCCAGATTGLCTCOEAAAAATNGGGEL +@>>AE25@A@@ABA<? @7@IA@7>5@B@T7 <@ HA K RG:Z:5RRO01128  MF:i.0
47 1110_385:6:180:155:338 83 1 9718628 70 36M = 9718480 -184 AACGGAGAGGTAAGCCAGCCAGATTGCCTCGGAAAA 8/=15327%6:@;9>1+968>@>>,<2, T>>AB @A RG:Z:ERRO017ST  MF:i18
48 |1L19_295:8:196:825:328 99 1 9718629 99 36M = 9718727 134 ACGGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAA 11> @:59@/>;+7:2>58<27+.):03 RG:Z:ERRO01731  MF:i18
49 |ERRD01306.539126 35 1 9718631 96 36M = 5718812 217 GGAGAGTTAAACCAGCCAGATTGCCTCAGAAAAACT 12:)<B<A/@9/327+7:3:-C.8R@-8.>). RG:Z:ERRO01306  MF:i:18
50 |1119_295:2:310:192:33 121 1 9718631 79 36M = 9718631 O GGAGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACT IBOBC; Ac>=AAPA> @A 1@ @E>>AB B0 8 ERROD1726  MF:i:64
51 |1119_295:2:310:192:33 181 1 9718631 0 * = 9718631 0 CCCTGAGACTCCTCGAAGACAGTGGCAGAGGCGTGC #1205 AAE? 2> @AA> B @B RG:Z:ERRDO1726  MF:i:192
52 |IL11_266:3:311:756:576 147 1 9718633 99 36M = 9718510 -159 AGAGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGE 12232 28A==2? 22 RG:Z:ERRDO1720  MF:i:18
53 | V_0003_FCI00TKAAXK:5:76:1277:1407 99 1 9718634 70 47TM = 9718838 251 TAGTTAAGCCNGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGT J<@e; e > 7857, ./2(8,2230251) RG:Z:SRRO01136  MF:i18
54 |1L19_295:5:155:520:507 147 1 9718635 99 36M = 9718530 -141 AGTTAAGCCAGCCAGATTGCCTCGGAAAAACTGAGT 4-85-(9.441/<6-944<60<TSABE RG:Z:ERROO172E  MF:i:18
55 |1120_250:1:107:103:423 163 1 9718637 99 36M = 9718764 163 TTAAGCCAGCCAGATTGCCTCGGAAAAACTGGGTCA @2:7>>@7>@ 77 @AAIATEIARAAAT. RG:Z:ERROOL746  MF:i18
56 ERRO01309.6095178 19 1 9718637 78 36M « 5718437 -236 TTAAGCCAACCAAATTTCCTCGGAACAACTGGGTCC 4,103 [PASBAAB 2> 2T @A>> @ = @66~ RG:Z:ERRO01309  MF:i:130
57 ERRO01274.5200198 35 1 9718640 99 36M = 9718834 230 AGCCAG(CAGATTM(TCGGMAAA(TGGGTCATGT AP @@@ 7> @ANI><BNDN AR @@ RG:Z:ERRO01274  MF:i:18
58 |$322_0002_FC208CCAAXX:2:51:134:1537 0 1 9718640 38 36M * o 0 AGCCAGCCAGATTGCCTCGGGAAAACTGGGTCA! S&TT778:5/517:0>A>1,82105,.084( 2+ RG:Z:SRRO01747  MF:i.0
59 SRRO0B422.12857324 53 1 97seda1 0 * = 9718641 0 CA(TATGTACAAGTCAAT(TAGATGA('I'TM(TCGCCGTATCGGTMA(TC S1H0-/5,%(. &J04)),>*3: <21 6((7.6A(33@./>=<8 B SRRO0BA22  MF:i:152
60 SRRODB422.12897324 57 1 5718641 34 51M = 9718641 0 ACCGCOCAGATTGOCTCGGATAAACTGGGTCATGTGCAGGTCGLGACCTTT SHHARR-36/352°-,2*3/)12++48%>C-2@)2A74;342+#65,8E RG:Z:SRRO0B422  MF:i:64
61 SRRODB423.3722585 15 1 5718641 80 51M =« 9718617 -75 GCCAGCCAGATTGCCTCGGAAAACCTGGETCATGTGLAGETCGCCACCTTT HB36,05+436: 4. 244 A/@ @ %< <?:<<S@ 7B ?A@3>5<757795;7 RG:Z:SRRO06423  MF:i:18
62  SRRODBA25.1096143 15 1 5718641 99 51IM = 9718600 -52 ACAAACCAAATTGCCTCGGAAAAACTGTGTCATGTGCAGGTCGCCACCTTT (37.4%287152+ 2+ /22C0,C2, @>+,2,C@*B]. B). 64+,:09:3<A RG:Z:SRRO0B425  MF:i:18
63 [1117_297:3:150:340:287 83 1 9718642 99 36M = 9718541 -137 CCAGCCAGATTGOCTCGGAAAAACTGGGTCATGTGC +19%/2<3792>3>* T>2AAB@, @A > @: @7+ 25A RG:Z:ERRO01707  MF:i18
64 | SRRO05457.3054921 19 1 9718642 99 5IM = 9718474 -219 CCAGCCAGAGTGUCTCGGAAAAACTGGGTCATGTGCAGGTCGCCACCTTTG 677552 *1>7,87. @4 C 12A@>77(BPAIC>T768:29, RG:Z:SRRO05457  MF::18
65 | ERRD01268.4458576 35 1 9718644 99 36M = 5718822 214 AGCCAGATTGCCTCGGAAAAACTGGGTCATGTGCAG >22:9BA>> @626, 2A@IAID@B=9A?C?;6<87 RG:Z:ERRO01268  MF:i18
66 | SRRO05457.5584082 35 1 9718645 11 51M = 5718752 158 GAAAGATTGCCTCGGAAATACTGGGTCATGTGCAGGTCGCCACCTTTGGET @<T>1<725@Beb*>2/;; 6@ +> T@A<2+0;9,4>6),.),* 15564 RG:Z:SRRO05457  MF:i:18
67 | ERRD01304.5029549 19 1 9718645 99 36M = 9718448 -233 GOCAGATTGCCTCGGAAAAACTGGGTCATGTGCAGG A1;A75924/144<ADACCE> B2 A2>93835A MF:i:18
68 |IL11_266:8:317:669:175 83 1 9718647 99 36M = 9718551 -132 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC =2 MF:i:18
69 |I1L8_354:8:247:879:435 147 1 9718647 99 36M = 9718545 -138 CAGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTC : MF:i:18
70 | SRRO05498.7746919 19 1 9718647 99 5IM = 9718486 -212 CAGATTGCCTCGGAAAAACTGGGTCATETGCAGETCGCCACCTTTGGGTCA 22:4<279,9, MF:i:18
71 | ERRD01280.8336388 35 1 9718648 B8 36M = 5718841 229 AGATTGACTCGGAAAAACTGGGTCATGTGCAGGTCG 6. 7%, @>44; 247+ c>73@@M?A>->-:neQa MF:i:18
35 1 5718648 99 36M « 9718836 224 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGGTCG < @<? @BAS=T04;>7Conceh; B @ @ETE; =2 MF:i:18
99 1 9718648 99 36M « 5718769 157 AGATTGCCTCGGAAAAACTGGGTCATGTGCAGETCG MF:i:18
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Topologically associating domains and chromatin loops depend on cohesin and are regulated by CTCF, WAPL, and PDS5 proteins,
Waultz et al, The EMBO Journal (2017) 201798004
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